ACP Haplotyper Results

RGD ACP Haplotyper (c) Simon Twigger, 1999-2001
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SHRSP/Riv 100 82 82 47 45 40 39 35 35 34 33 32 31 31 31 30 29 29 29 28 27 26 25 25252524 222222 22212120202020201919 1817171513139 5
SHR/OlaHsd 80 10073 44 43243324 32 4022 37 25252524 292124 18 2526 19222019212022201918151414 1717171916138 141513113 5
OKA/WSsI 777110047 4537 3927 294027 3525312824 2327212127261922222221172211161615141414171711131320179 1316128
WTC/Kyo 47 45 50 100 59 37 84 43 45 40 44 48 40 37 37 36 47 40 37 25 30 26 27 38 40 30 33 25 30 20 19 24 27 26 20 14 31 28 27 33 27 25 20 12 18 27 24 19
oDUN 474550 61 100 29 60 29 32 40 33 40 22 28 25 30 20 32 32 25 30 26 25 22 22 27 27 34 38 28 22 16 21 20 25 17 25 22 25 27 21 31 17 15 16 33 24 19
WNIN 4125 41138 29 100 36 59 48 20 66 40 54 53 57 42 50 62 62 37 36 26 38 36 40 38 48 40 33 34 30 27 36 47 28 37 40 51 41 50 51 37 31 31 24 33 36 30
'WKY/OlaHsd 3631387754 321003529 343632253431242932322525232227281930221914161824201111282822271820149 16222119
common 36 25 29 44 29 59 39 10056 17 80 56 71 68 80 51 58 81 72 59 36 38 38 55 57 58 63 51 55 40 38 51 42 73 45 42 48 71 63 66 67 62 34 40 24 58 60 47
DA/Pit 36 34 32 47 32 48 33 56 100 20 47 51 54 37 42 51 50 45 45 40 25 23 63 50 51 41 45 34 47 31 27 27 18 41 31 34 37 34 36 44 45 37 22 31 24 38 33 33
GK 33404138371836161810022291712226 2021189 222613118 13151416228 161514148 171116161614119 13161513
F3a4IPit 332229 44 32 64 39 78 45 22 10054 65 50 B2 45 52 01 75 56 27 35 41 47 48 44 57 31 38 42 41 40 42 70 40 34 48 65 61 63 64 45 34 31 24 4154 33
FHHIEUr 334038 50 40 40 36 56 51 31 55 10045 46 54 36 50 56 51 31 30 20 36 36 37 38 45 31 41 31 22 35 24 47 34 22 31 45 36 47 45 40 31 21 13 41 39 30
M520IN 302526 38 21 5127 67 51 17 63 43 10046 54 48 61 59 45 56 36 44 30 61 62 63 57 28 55 40 36 43 33 64 37 42 48 57 63 75 56 48 31 40 18 50 48 33
NP9 27 22 29 33 24 45 33 59 32 11 52 40 42 100 57 42 44 56 56 37 25 20 27 44 45 36 42 51 36 28 27 51 18 47 37 22 34 48 41 44 43 45 34 21 13 44 36 33
SRAr 30 25 29 36 24 54 33 75 40 22 80 51 54 62 100 39 50 83 78 50 25 32 33 44 42 38 54 34 36 40 36 43 36 73 37 31 45 60 61 55 64 45 28 28 21 38 51 38
MNRAN 2722233327372445455 41 32 45 43 37 100 52 40 43 37 38 26 38 58 65 47 33 34 47 31 30 24 39 38 37 31 37 37 44 38 37 54 34 31 16 50 42 33
PVGIPIt 272823 44 27 45 30 54 45 20 50 45 60 46 48 54 10051 56 34 41 35 25 50 54 44 42 40 41 42 38 20 5152 34 31 54 45 52 55 54 42 31 31 16 38 39 33
DONRYUIMelb 30 22 29 4132 62 36 81 45 22 94 56 62 65 88 45 55 100 8L 56 27 35 41 47 48 44 57 37 44 45 41 40 39 73 42 34 51 68 61 63 67 51 34 31 24 44 54 38
ssir 302523 38 32 62 36 72 45 20 77 51 48 65 82 48 61 81 10043 30 20 4144 48 33 57 45 33 48 36 35 30 76 37 34 54 60 69 55 78 48 37 34 27 38 54 47
AVN/Orl 25172022 21322451358 5027 51 37 45 36 32 48 37 100 30 41 22 38 40 38 45 25 36 28 30 27 30 47 31 31 45 51 44 41 37 37 14 28 18 41 39 44
BDIX/Han 27 25 29 30 29 35 27 35 24 22 27 29 37 28 25 42 44 27 29 34 100 58 16 36 40 38 30 37 44 25 27 29 54 29 25 25 34 37 36 30 27 40 40 21 13 38 30 36
BP/Cub 25 25 26 25 24 24 24 35 21 25 33 27 42 21 31 27 35 32 27 43 55 100 13 36 37 38 33 20 30 28 25 21 51 35 22 20 45 37 38 38 32 34 22 21 24 38 36 33
Aci 252020 27 24 37 24 37 62 14 41 35 31 31 34 42 26 40 40 25 16 14 10036 37 22 24 22 25 25 50 27 21 29 22 17 28 28 27 33 35 25 20 15 21 25 24 22
MNRIN 25222338 21 35 30 54 48 11 47 35 62 50 45 63 52 45 43 43 36 38 36 100 94 47 36 28 47 22 33 20 30 50 28 25 40 57 50 58 43 48 31 25 13 52 54 33
MR/Pit 2520233821 37305448 8 47 35 62 50 42 69 55 45 45 43 38 38 36 91 10047 39 31 47 25 30 24 33 52 28 28 42 57 52 58 45 54 34 28 13 55 60 38
LOU/CHan 25 20 23 30 27 37 21 56 40 14 44 37 65 40 40 51 47 43 32 43 38 41 22 47 48 100 45 48 66 31 27 48 39 44 54 40 37 45 58 50 37 65 37 37 21 75 60 44
GH/Omr 22 20 20 30 24 43 30 56 40 14 52 40 54 43 51 33 41 51 51 46 27 32 22 33 37 41 100 25 41 40 22 27 24 52 25 37 42 62 58 44 48 40 25 34 13 38 51 41
MNS/Gib 222017 25 32 37 24 48 32 14 30 29 28 56 34 36 41 35 43 28 36 20 22 27 31 47 27 100 44 31 25 43 27 35 40 25 37 40 38 30 37 51 20 25 18 55 45 47
WAGHRilKyo 2222 2330 37 32 21 54 45 17 38 40 57 40 37 51 44 43 32 40 44 32 25 47 48 66 45 45 100 42 30 37 27 38 51 37 31 48 47 50 32 65 40 37 10 66 54 47
NEDHIK 2220111927 32 16 37 20 22 41 20 40 31 40 33 44 43 45 31 25 20 25 22 25 30 42 31 41 100 30 27 39 44 34 37 42 37 50 38 48 34 40 34 1330 42 33
COP/OlaHsd 222017 1921291837278 412137 31 37 33 41 40 35 34 27 26 50 33 31 27 24 25 30 31 100 27 42 35 31 25 25 40 27 44 32 28 2521 13 25 27 19
WF/Pit 2220 17 25 16 27 21 51 27 17 41 35 45 59 45 27 32 40 35 31 30 23 27 30 25 50 30 45 38 28 27 100 27 47 42 28 31 37 47 38 37 42 31 28 18 47 36 30
BDVII/Cub 19 14 14 25 18 32 24 37 16 14 38 21 31 18 34 39 50 35 35 31 50 50 19 27 31 36 24 25 25 37 38 24 100 35 22 20 34 37 41 33 32 31 28 15 24 27 36 25
LH/Mav 19 14 14 25 18 43 21 67 37 14 66 43 62 50 71 39 52 67 70 50 27 35 27 47 51 41 54 34 36 42 33 43 36 100 48 37 54 60 66 69 86 54 31 37 16 47 63 41
OMiHan 101414 19 24 27 12 43 29 14 38 32 37 40 37 39 35 40 35 34 25 23 22 27 28 52 27 40 50 34 30 40 24 50 100 28 28 34 41 50 43 57 34 288 614527
BN/SsNHsd 191714131635 1240328 33 2142 25 31 33 32 32 32 34 25 20 16 25 26 38 39 25 36 37 25 27 2138 28 10020 37 36 38 35 34 34 90 18 30 30 19
LE/Mol 19 17 17 30 24 37 30 45 35 17 47 29 48 37 45 39 55 48 51 50 33 47 27 38 42 36 45 37 30 42 25 29 36 55 28 20 100 45 58 41 51 37 20 18 16 41 51 47
LEW/Pit 1917 17 27 21 48 30 67 32 11 63 43 57 53 60 39 47 64 56 56 36 38 27 55 57 44 66 40 47 37 38 35 39 61 34 37 45 10055 61 54 45 25 37 18 50 60 44
SD/Rij 19 20 11 27 24 40 24 62 35 17 61 35 65 46 62 48 55 59 67 50 36 41 27 50 54 58 63 40 47 51 27 45 45 70 42 40 60 57 100 58 64 57 34 40 21 61 72 50
BUF/Pit 1917 14 33 27 48 30 64 43 17 63 45 77 50 57 42 58 62 54 46 30 41 33 58 60 50 48 31 50 40 44 37 36 73 51 40 42 62 58 100 67 51 25 40 16 52 54 33
LNMav 101414 27 21 51 21 67 45 17 66 45 60 50 68 42 58 67 78 43 27 35 36 44 48 38 54 40 33 51 33 37 36 94 45 37 54 57 66 69 10051 31 37 24 44 60 47
BEBIDR 168 202520 35 2150 35 14 44 37 48 50 45 57 44 48 45 40 38 35 25 47 54 63 42 51 63 34 27 40 33 55 57 34 37 45 55 50 48 10040 34 13 80 78 52
BC/Cpbu 1614171916 201532 21 1133 20 31 37 26 36 32 32 35 15,38 23 10 30 34 36 27 20 38 40 25 2930 32 34 34 202533 25 29 40 10031 8 333019
BN/Cub-Ix 13148 1113279 35278 271837 21253029 27 29 28 19 20 13 22 25 33 33 22 33 31 19 24 15 35 25 82 17 34 36 36 32 31 28 100 16 27 27 22
IS/Kyo 131414191624 1824 24142513201522181724272113262213142215201114131827178 201720221624148 1810019 18 25
P5C 1311 17 27 32 32 24 56 37 17 41 40 51 50 40 54 41 43 37 46 38 41 25 52 57 75 42 57 66 31 25 45 30 50 62 31 42 51 61 52 43 82 34 31 18 100 78 58
BBIOP 8 2 11222132 215429 14 50 35 45 37 48 42 38 48 48 40 27 35 22 50 57 55 51 42 50 40 25 32 36 61 42 28 48 57 66 50 54 74 28 28 16 72 10058
MHS/Gib 5 5 8 191829214532 1433 20 34 37 40 36 35 37 45 50 36 35 22 33 40 44 45 48 47 34 19 20 27 44 28 20 48 45 50 33 45 54 20 25 24 58 63 100
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ACP Haplotyper analysis of Chr: 20 at Thu Feb 13 16:49:25 2003
Primary Strain: SHRSP/Riv  Secondary Strain: BN/SsNHsd
LOD Threshold: 0, BP Range: 0 Strain ID % Scale:
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D20Rat46 10 11.6 HE EEE BN EEEEEEn HEEEE EE EEN
D2Mgh3 10 425 H H EEEE B H N EEEEEEEN
D20Mgh3 10 45.1
D20Rat4l 10 74.2
D20Rat32 10 82.1
D20Rat48 10 96.6
D20Mgh4 10 97.1
D20Rat49 10 11238

D20Mgh5 10 1285 [ | H [ | |
D20Rat2 10 134.1 | | | [ | |
D20Rat3l 10 147.9 |

D20Rats9 10 152.3 H H
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D20Arb4 10 189
D20Rat33 10 215.8 [ | | | | | | |
D20Rat5 10 258.6 | |

D20Rat23 10 2605
D20Rat22 10 333.2
D20Rat43 10 337.7
D4Rat7l 10 3411
D20Ratd 10 368.1
D20Ratl0 10 380.1
D20Rat40 10 385.6
D20Rats3 10 406.3
D20Rats2 10 4135
D20Ratll 10 452.3
D20Rat38 10 499.4
D20Rats5 10 505.7
D20Rat39 10 523.1
D20Rats4 10 5317
D20Ratlo 10 552.2
D20Rat24 10 5555
D20Ratl6 10 568
D20Mit1 10 6037
D20Rat20 10 605.6
D20Mghl 10 6365

ACP Haplotyper analysis of Chr: 20 at Thu Feb 13 16:49:25 2003 o e
Primary Strain: SHRSP/Riv  Secondary Strain: BN/SsNHsd N2 0A2 SN
LOD Threshold: 0, BP Range: 0 Allele Frequency Scale: -:D
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11.6 _ OAleles 10 20 116 _ 100% 0% 100 %
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ACP Haplotyper analysis of Chr: 20 at Thu Feb 13 16:49:25 2003 o NS
Primary Strain: SHRSP/Riv  Secondary Strain: BN/SsNHsd N2 AR SN
LOD Threshold: 0, BP Range: 0 Allele Frequency Scale: -:|:|:|
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