
ACP Haplotyper Results
RGD ACP Haplotyper (c) Simon Twigger, 1999-2001

Parameter Data

chromosome number = 20
map type = rh
map name = MCW RH v2.1
primary_strain name = SHRSP/Riv
secondary_strain name = BN/SsNHsd
lod_threshold value = 0
bp_range value = 0
display table_yn = No
display data_yn = No
display font_size = twelve
display homology_yn = No
display order = by_percentage
display color_scheme = normal
homology window_size = 10
homology slide_inc = 5

Parameters for this ACP Haplotyper
result document showing strain selection,
map selection, analysis thresholds, etc.



Strain % Identities over displayed region [from 0.0 to the end]
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SHRSP/Riv 100 82 82 47 45 40 39 35 35 34 33 32 31 31 31 30 29 29 29 28 27 26 25 25 25 25 24 24 22 22 22 22 21 21 20 20 20 20 20 19 19 18 17 17 15 13 13 9 5
OKA/Wsl 77 100 71 47 45 37 39 29 27 40 27 35 28 25 31 24 27 23 21 21 27 26 19 22 22 22 21 21 11 17 16 22 16 15 17 14 14 17 14 11 13 13 17 20 9 16 13 12 8
SHR/OlaHsd 80 73 100 44 43 24 33 32 24 40 22 37 25 25 25 24 21 29 24 18 25 26 19 20 19 22 21 21 20 20 19 22 18 15 17 14 17 17 14 19 16 13 14 8 15 11 13 3 5
WTC/Kyo47 50 45 100 59 37 84 45 43 40 44 48 37 40 37 36 40 47 37 25 30 26 27 40 30 38 33 35 20 25 19 30 24 27 28 20 14 31 26 27 33 27 20 25 12 27 18 24 19
ODU/N 47 50 45 61 100 29 60 32 29 40 33 40 25 22 28 30 32 29 32 25 30 26 25 22 27 22 27 37 28 34 22 38 16 21 22 25 17 25 20 25 27 21 17 31 15 33 16 24 19
WN/N 41 41 25 38 29 100 36 48 59 20 66 40 57 54 53 42 62 50 62 37 36 26 38 40 38 36 48 48 34 40 30 33 27 36 51 28 37 40 47 41 50 51 31 37 31 33 24 36 30
WKY/OlaHsd 36 38 31 77 54 32 100 29 35 34 36 32 31 25 34 24 32 29 32 25 25 23 22 28 19 27 30 29 14 22 16 19 18 24 28 11 11 28 20 22 27 18 14 20 9 22 16 21 19
DA/Pit 36 32 34 47 32 48 33 100 56 20 47 51 42 54 37 51 45 50 45 40 25 23 63 51 41 50 45 54 31 34 27 47 27 18 34 31 34 37 41 36 44 45 22 37 31 38 24 33 33
common 36 29 25 44 29 59 39 56 100 17 80 56 80 71 68 51 81 58 72 59 36 38 38 57 58 55 63 56 40 51 38 55 51 42 71 45 42 48 73 63 66 67 34 62 40 58 24 60 47
GK 33 41 40 38 37 18 36 18 16 100 22 29 22 17 12 6 21 20 18 9 22 26 13 8 13 11 15 21 22 14 8 16 16 15 11 14 8 17 14 16 16 16 11 14 9 16 13 15 13
F344/Pit 33 29 22 44 32 64 39 45 78 22 100 54 82 65 59 45 91 52 75 56 27 35 41 48 44 47 57 54 42 31 41 38 40 42 65 40 34 48 70 61 63 64 34 45 31 41 24 54 33
FHH/Eur 33 38 40 50 40 40 36 51 56 31 55 100 54 45 46 36 56 50 51 31 30 29 36 37 38 36 45 48 31 31 22 41 35 24 45 34 22 31 47 36 47 45 31 40 21 41 13 39 30
SR/Jr 30 29 25 36 24 54 33 40 75 22 80 51 100 54 62 39 83 50 78 50 25 32 33 42 38 44 54 48 40 34 36 36 43 36 60 37 31 45 73 61 55 64 28 45 28 38 21 51 38
M520/N 30 26 25 38 21 51 27 51 67 17 63 43 54 100 46 48 59 61 45 56 36 44 30 62 63 61 57 40 40 28 36 55 43 33 57 37 42 48 64 63 75 56 31 48 40 50 18 48 33
NP9 27 29 22 33 24 45 33 32 59 11 52 40 57 42 100 42 56 44 56 37 25 20 27 45 36 44 42 40 28 51 27 36 51 18 48 37 22 34 47 41 44 43 34 45 21 44 13 36 33
MNRA/N 27 23 22 33 27 37 24 45 45 5 41 32 37 45 43 100 40 52 43 37 38 26 38 65 47 58 33 40 31 34 30 47 24 39 37 37 31 37 38 44 38 37 34 54 31 50 16 42 33
DONRYU/Melb 30 29 22 41 32 62 36 45 81 22 94 56 88 62 65 45 100 55 81 56 27 35 41 48 44 47 57 56 45 37 41 44 40 39 68 42 34 51 73 61 63 67 34 51 31 44 24 54 38
PVG/Pit 27 23 28 44 27 45 30 45 54 20 50 45 48 60 46 54 51 100 56 34 41 35 25 54 44 50 42 45 42 40 38 41 29 51 45 34 31 54 52 52 55 54 31 42 31 38 16 39 33
SS/Jr 30 23 25 38 32 62 36 45 72 20 77 51 82 48 65 48 81 61 100 43 30 29 41 48 33 44 57 62 48 45 36 33 35 39 60 37 34 54 76 69 55 78 37 48 34 38 27 54 47
AVN/Orl 25 20 17 22 21 32 24 35 51 8 50 27 45 51 37 36 48 32 37 100 30 41 22 40 38 38 45 40 28 25 30 36 27 30 51 31 31 45 47 44 41 37 14 37 28 41 18 39 44
BDIX/Han 27 29 25 30 29 35 27 24 35 22 27 29 25 37 28 42 27 44 29 34 100 58 16 40 38 36 30 43 25 37 27 44 29 54 37 25 25 34 29 36 30 27 40 40 21 38 13 30 36
BP/Cub 25 26 25 25 24 24 24 21 35 25 33 27 31 42 21 27 32 35 27 43 55 100 13 37 38 36 33 43 28 20 25 30 21 51 37 22 20 45 35 38 38 32 22 34 21 38 24 36 33
ACI 25 20 20 27 24 37 24 62 37 14 41 35 34 31 31 42 40 26 40 25 16 14 100 37 22 36 24 43 25 22 50 25 27 21 28 22 17 28 29 27 33 35 20 25 15 25 21 24 22
MR/Pit 25 23 20 38 21 37 30 48 54 8 47 35 42 62 50 69 45 55 45 43 38 38 36 100 47 91 39 40 25 31 30 47 24 33 57 28 28 42 52 52 58 45 34 54 28 55 13 60 38
LOU/CHan 25 23 20 30 27 37 21 40 56 14 44 37 40 65 40 51 43 47 32 43 38 41 22 48 100 47 45 48 31 48 27 66 48 39 45 54 40 37 44 58 50 37 37 65 37 75 21 60 44
MNR/N 25 23 22 38 21 35 30 48 54 11 47 35 45 62 50 63 45 52 43 43 36 38 36 94 47 100 36 37 22 28 33 47 29 30 57 28 25 40 50 50 58 43 31 48 25 52 13 54 33
GH/Omr 22 20 20 30 24 43 30 40 56 14 52 40 51 54 43 33 51 41 51 46 27 32 22 37 41 33 100 43 40 25 22 41 27 24 62 25 37 42 52 58 44 48 25 40 34 38 13 51 41
WIST/Nhg 25 23 22 36 37 48 33 54 56 22 55 48 51 42 46 45 56 50 62 46 44 47 44 42 50 38 48 100 48 42 22 52 40 42 45 42 25 60 55 55 38 56 42 54 25 58 27 54 58
NEDH/K 22 11 20 19 27 32 15 29 37 22 41 29 40 40 31 33 43 44 45 31 25 29 25 25 30 22 42 45 100 31 30 41 27 39 37 34 37 42 44 50 38 48 40 34 34 30 13 42 33
MNS/Gib 22 17 20 25 32 37 24 32 48 14 30 29 34 28 56 36 35 41 43 28 36 20 22 31 47 27 27 40 31 100 25 44 43 27 40 40 25 37 35 38 30 37 20 51 25 55 18 45 47
COP/OlaHsd 22 17 20 19 21 29 18 27 37 8 41 21 37 37 31 33 40 41 35 34 27 26 50 31 27 33 24 21 31 25 100 30 27 42 40 31 25 25 35 27 44 32 25 28 21 25 13 27 19
WAG/RijKyo 22 23 22 30 37 32 21 45 54 17 38 40 37 57 40 51 43 44 32 40 44 32 25 48 66 47 45 51 42 45 30 100 37 27 48 51 37 31 38 47 50 32 40 65 37 66 10 54 47
WF/Pit 22 17 20 25 16 27 21 27 51 17 41 35 45 45 59 27 40 32 35 31 30 23 27 25 50 30 30 40 28 45 27 38 100 27 37 42 28 31 47 47 38 37 31 42 28 47 18 36 30
BDVII/Cub 19 14 14 25 18 32 24 16 37 14 38 21 34 31 18 39 35 50 35 31 50 50 19 31 36 27 24 37 37 25 38 25 24 100 37 22 20 34 35 41 33 32 28 31 15 27 24 36 25
LEW/Pit 19 17 17 27 21 48 30 32 67 11 63 43 60 57 53 39 64 47 56 56 36 38 27 57 44 55 66 43 37 40 38 47 35 39 100 34 37 45 61 55 61 54 25 45 37 50 18 60 44
OM/Han 19 14 14 19 24 27 12 29 43 14 38 32 37 37 40 39 40 35 35 34 25 23 22 28 52 27 27 40 34 40 30 50 40 24 34 100 28 28 50 41 50 43 34 57 28 61 8 45 27
BN/SsNHsd 19 14 17 13 16 35 12 32 40 8 33 21 31 42 25 33 32 32 32 34 25 20 16 28 38 25 39 24 37 25 25 36 27 21 37 28 100 20 38 38 38 35 34 34 90 30 18 30 19
LE/Mol 19 17 17 30 24 37 30 35 45 17 47 29 45 48 37 39 48 55 51 50 33 47 27 42 36 38 45 56 42 37 25 30 29 36 45 28 20 100 55 58 41 51 20 37 18 41 16 51 47
LH/Mav 19 14 14 25 18 43 21 37 67 14 66 43 71 62 50 39 67 52 70 50 27 35 27 51 41 47 54 51 42 34 33 36 43 36 60 48 37 54 100 66 69 86 31 54 37 47 16 63 41
SD/Rij 19 11 20 27 24 40 24 35 62 17 61 35 62 65 46 48 59 55 67 50 36 41 27 54 58 50 63 54 51 40 27 47 45 45 57 42 40 60 70 100 58 64 34 57 40 61 21 72 50
BUF/Pit 19 14 17 33 27 48 30 43 64 17 63 45 57 77 50 42 62 58 54 46 30 41 33 60 50 58 48 37 40 31 44 50 37 36 62 51 40 42 73 58 100 67 25 51 40 52 16 54 33
LN/Mav 19 14 14 27 21 51 21 45 67 17 66 45 68 60 50 42 67 58 78 43 27 35 36 48 38 44 54 56 51 40 33 33 37 36 57 45 37 54 94 66 69 100 31 51 37 44 24 60 47
BC/Cpbu 16 17 14 19 16 29 15 21 32 11 33 29 28 31 37 36 32 32 35 15 38 23 19 34 36 30 27 40 40 20 25 38 29 30 25 34 34 20 32 33 25 29 100 40 31 33 8 30 19
BB/DR 16 20 8 25 29 35 21 35 59 14 44 37 45 48 50 57 48 44 45 40 38 35 25 54 63 47 42 51 34 51 27 63 40 33 45 57 34 37 55 55 50 48 40 100 34 80 13 78 52
BN/Cub-lx 13 8 14 11 13 27 9 27 35 8 27 18 25 37 21 30 27 29 29 28 19 20 13 25 33 22 33 21 31 22 19 33 24 15 34 25 82 17 35 36 36 32 28 31 100 27 16 27 22
P5C 13 17 11 27 32 32 24 37 56 17 41 40 40 51 50 54 43 41 37 46 38 41 25 57 75 52 42 56 31 57 25 66 45 30 51 62 31 42 50 61 52 43 34 82 31 100 18 78 58
IS/Kyo 13 14 14 19 16 24 18 24 24 14 25 13 22 20 15 18 24 17 27 21 13 26 22 14 22 13 15 27 14 20 13 11 18 27 20 8 20 17 17 22 16 24 8 14 18 19 100 18 25
BB/DP 8 11 2 22 21 32 21 29 54 14 50 35 48 45 37 42 48 38 48 40 27 35 22 57 55 50 51 48 40 42 25 50 32 36 57 42 28 48 61 66 50 54 28 74 28 72 16 100 58
MHS/Gib 5 8 5 19 18 29 21 32 45 14 33 29 40 34 37 36 37 35 45 50 36 35 22 40 44 33 45 56 34 48 19 47 29 27 45 28 20 48 44 50 33 45 20 54 25 58 24 63 100

% Identity chromogram over displayed region [from 0.0 to the end]
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ACP Haplotyper analysis of Chr: 20 at Fri Nov 22 22:50:11 2002
Primary Strain: SHRSP/Riv Secondary Strain: BN/SsNHsd
LOD Threshold: 0, BP Range: 0 Strain ID % Scale:
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Interstrain identity percentage matrix
showing the relatedness of each strain
to every other strain across the region
of interest.

Interstrain identity chromogram matrix
showing the relatedness of each strain
to every other strain across the region
of interest. The percentage scores shown
int the table above are colorized using
the scale shown below to highlight the
different relationships between strains.



MARKER LOD DistDist Fre
q
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D20Rat46 10 11.6
D2Mgh3 10 42.5 X

D20Mgh3 10 45.1 X X

D20Rat41 10 74.2
D20Rat32 10 82.1 X

D20Rat48 10 96.6 X

D20Mgh4 10 97.1
D20Rat49 10 112.8 X X X

D20Mgh5 10 128.5
D20Rat2 10 134.1 X X

D20Rat31 10 147.9
D20Rat59 10 152.3
D20Rat4 10 161.9
D20Rat3 10 166.7 X

D20Arb4 10 189 X X

D20Rat33 10 215.8 X X X

D20Rat5 10 258.6 X

D20Rat23 10 260.5
D20Rat22 10 333.2 X

D20Rat43 10 337.7 X X X X X

D4Rat71 10 341.1 X X X

D20Rat9 10 368.1 X

D20Rat10 10 380.1
D20Rat40 10 385.6 X X

D20Rat53 10 406.3
D20Rat52 10 413.5 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X

D20Rat11 10 452.3 X X X X

D20Rat38 10 499.4 X

D20Rat55 10 505.7 X

D20Rat39 10 523.1
D20Rat54 10 531.7 X

D20Rat19 10 552.2 X X

D20Rat24 10 555.5 X

D20Rat16 10 568 X X

D20Mit1 10 603.7 X X X X

D20Rat29 10 605.6 X X X

D20Mgh1 10 636.5 X X X

ACP Haplotyper analysis of Chr: 20 at Fri Nov 22 22:50:11 2002
Primary Strain: SHRSP/Riv Secondary Strain: BN/SsNHsd
LOD Threshold: 0, BP Range: 0 Allele Frequency Scale:
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Framework
Marker

Haplotyper
run summary

Allele frequency
scale color scheme

Primary & Secondary
strain % graph

Number of unique
allele sizes

Primary Strain
SHRSP/Riv

Common ‘Strain’ - most common
allele size for each marker

Secondary Strain
BN/SsNHsd

Allele size different from Primary
but matches secondary strain

Allele size different from Secondary
but matches primary strain

Allele size different from both
primary and secondary strains

No data available -failed PCR
or gel, etc.

No primary strain size available
as reference, hence unable to
assign color.
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ACP Haplotyper analysis of Chr: 20 at Fri Nov 22 22:50:11 2002
Primary Strain: SHRSP/Riv Secondary Strain: BN/SsNHsd
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Marker allele number plotted using
actual map locations. This allows you
to see the actual distribution of the
markers across the chromosome.
Collections of markers with multiple
alleles might be indicative of ‘hot spots’
for polymorphism.

Percent identity plotted using actual
map locations. Colors correspond to
Primary and secondary colors in the
visual haplotype diagram. Allows visualization
of marker distribution across the chromosome
and detection of marker clusters or areas
of low marker coverage.


